Analysis of NFATc1-centered transcription factor regulatory networks in osteoclast formation.
Osteoclasts are bone-resorbing cells that differentiate from the macrophage/monocyte lineage. The master transcription factor NFATc1 has a central role in the process of this differentiation. Thus, it is important to understand the NFATc1-centered transcription factor regulatory networks (TFRNs) in terms of the mechanisms of NFATc1 expression and activation as well as the gene expression regulated by NFATc1. The Genome Network Project has provided a unique opportunity for the analysis of NFATc1-centered TFRNs in osteoclasts. Here we introduce a report on the application of the methods established by the project for osteoclast biology and a summarization of the results obtained in this project thus far.